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Material Tissue R2 Standard curve 1o V= 32452 + 19,619
Rhododendron leaves 0.997 Y=-3.24X + 19.72 R?=09974
Pieris woody twig / leaf ~ 0.990 Y=-3.03X + 19.53 0
Viburnum herbaceous twig  0.997 Y=-3.24X+19.62  Table 1 Real time PCR in different plant substrates spiketh 6.0 4.0 2.0 0.0 20
woody twig 0.997 Y=-2.93X+19.12  genomic DNA ofP. ramorum(from 5 ng to 50 fg). Equations of the Log [PNAng]
Water - 0.995 Y=-3.45X + 19.08 standard curves. B. —
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